Introduction:
The genus Arcobacter includes bacteria formerly known as aerotolerant campylobacters. They are Gram-negative non-spore-forming rods with a single polar flagellum and differ from the closely related campylobacters in their ability to grow aerobically from 15 up to 42 AEC. Within the genus Arcobacter, four species are presently recognized: Arcobacter nitrofigilis, a nitrogen-fixing plant associated species (McClung et al., 1983) and the animal and human related species Arcobacter butzleri, Arcobacter cryaerophilus and Arcobacter skirrowii. Arcobacters are frequently present on foods of animal origin, including pork (Collins et al.,1996) . Contamination probably occurs by faecal contamination during slaughter. Foods of animal origin are considered as a main source of Arcobacter infection in humans and therefore, arcobacters are established as an emerging foodborne pathogen (Wesley, 1996) . In pigs, arcobacters are associated with reproductive problems and are found in stomachs of pigs with gastric ulcers. Moreover, arcobacters can be isolated from faeces of clinically healthy animals. The aim of the present study was to determine the prevalence and contamination level of Arcobacter in Belgian pigs at slaughter age and during raising.
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Materials and Methods: Porcine faecal samples were rectally collected at the slaughterhouse (n=78) and at two unrelated finishing farms (n 1 =98; n 2 =118). On farm B, samples were also collected from available water sources (n=7) and from the sole on the farmers boots (n=1). One g faeces per sample was transferred into a stomacher bag. Next, nine ml Arcobacter Selective Isolation Broth supplemented with 50 ml/l lysed defibrinated horse blood was added (Van Driessche et al., 2003) . The mixtures were homogenized with a stomacher blender and 100 ml of each homogenate was brought onto Arcobacter Selective Isolation Agar (ASIA) plates by the spiral plating method (Van Driessche et al., 2003) . The remaining homogenates were incubated for 48 h at 28AEC. Following incubation, 50 ml of the enrichment was streaked onto ASIA plates. Plates were incubated for 24 to 72 h at 28AEC and checked every 24 h for bacterial growth. All colonies were counted, picked and subcultured onto blood agar plates. Bacterial growth was harvested and identified at species level by a multiplex-PCR assay (Houf et al, 2000) .
Results: From the 82 slaughterhouse samples, A. butzleri was isolated from 29 and A. cryaerophilus from seven samples after enrichment. Twenty-three of the 35 pigs were also positive by direct isolation, 18 of which with A. butzleri and three with A. cryaerophilus. Two pigs had a co-infection with both species. From the collected samples at farm A, six of the 98 had a bacterial load of more than 10 2 arcobacters/g faeces. Arcobacters were isolated from ten additional animals by the enrichment procedure. A. cryaerophilus was isolated from 14 pigs. Two animals shedded A. cryaerophilus and A. skirrowii simultaneously. From the samples (n=118) collected at farm B, arcobacters were isolated from 20 pigs at levels of 10 2 to 10 3 cfu/g faeces. Additionally, 29 animals tested positive after enrichment. A. butzleri was isolated from 32 pigs, A. cryaerophilus from 2 animals and A. skirrowii was found in 4 animals. Furthermore, 11 pigs had a co-infection with more than one species. From the 7 water samples, arcobacters were isolated from five samples using enrichment. A. butzleri was found in two samples, A. cryaerophilus in one and A. butzleri and A. cryaerophilus were present simultaneously in two samples. From the sole on the farmers boots, A. cryaerophilus was isolated by direct isolation and A. butzleri by enrichment.
Discussion:
In the present study, the prevalence of Arcobacter in porcine faeces at slaughterhouse level was 43.9%. In a recent study, 10% of the examined faecal samples (n=250) of pigs in a Japanese abbatoir were found positive for Arcobacter (Kabeya et al., 2003) . In our study at farm level, prevalences of 16.3% and 45.1% were obtained. Hume et al. (2001) found on a farrow-to-finish swine facility in Texas 36.3% of sows examined (n=55) positive for the presence of Arcobacter. Difference in prevalence may be caused by the different isolation protocols used, the sampling method, the season, the regional influences, farm management, and animals' age.
Conclusions:
In the present study, arocobacters were detected in clinically healthy Belgian pigs at levels up to 10 3 cfu/g faeces. Animals can excrete different Arcobacter species simultaneously.
